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Supplementary Tables Supplementary Table 1 0.5 mg/mL; Sample B: 1.9 mL, 0.3 mg/mL; Sample C: 210 µL, 0.4 mg/mL) were labeled with 5 µM FP-biotin (FPB) or DMSO for 1 h at rt prior to affinity purification and ABPP-MudPIT analysis of probe-labeled proteins as described in the Online Methods. a Three independent samples (A-C) of pooled cecal fluid isolates from rabbits infected with WT V. cholerae (Sample A: 245 µL, 0.5 mg/mL; Sample B: 1.9 mL, 0.3 mg/mL; Sample C: 210 µL, 0.4 mg/mL) were labeled with 5 µM FP-biotin (FPB) or DMSO for 1 h at rt prior to affinity purification and ABPP-MudPIT analysis of probe-labeled proteins as described in the Online Methods. Alkaline serine protease IvaP (VC0157) 2 0 a Human cholera stool supernatant (650 µL, 0.25 mg/mL) was labeled with 5 µM FP-biotin (FPB) or DMSO for 1 h at rt prior to affinity purification and ABPP-MudPIT analysis of probe-labeled proteins as described in the Online Methods. Supplementary Table 7 . Top 20 FP-biotin-enriched V. cholerae proteins from cecal fluid with the most statistically significant differences in spectral counts between WT and ∆ivaP::ivaP Figure 6 . Multiple sequence alignment of human intelectins and homologous rabbit proteins. Amino acid sequences of human intelectin-1 (ITLN1_Human; UniProt accession number Q8WWA0), human intelectin-2 (ITLN2_Human; UniProt accession number Q8WWU7), and three rabbit homologues (UniProt accession numbers G1U048, G1T5Q3, and G1SS53) identified by proteomic analysis of rabbit cecal contents (Supplementary Data Set 6B). All three of these rabbit proteins exhibited a >5-fold change in spectral counts in ∆quad-versus WT-infected rabbits, but only two, G1U048 and G1T5Q3, contained unique peptides that were detected by MS, and of these, only G1U048 was considered significantly more abundant (lower confidence limit >1) in this study. 
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